[bookmark: _GoBack]
附件1：乘车路线

紫荆山宾馆地址：
河南省郑州市金水区经三路与政四街交叉口向西30米（紫荆山公园北门对面）

乘车路线：

1.郑州高铁东站
自高铁东站乘地铁1号线（河南工业大学方向），紫荆山站下车，F口出地铁站，步行800米到达紫荆山宾馆。

2.郑州火车站
自郑州火车站乘地铁1号线（文苑北路方向），紫荆山站下车，F口出地铁站，步行800米到达紫荆山宾馆。

3.郑州新郑国际机场
自郑州新郑国际机场乘地铁城郊线（开往刘庄），紫荆山站下车，F口出地铁站，步行800米到达紫荆山宾馆。

4.郑州新郑国际机场
自郑州新郑国际机场乘郑机城铁（郑州至新郑机场城际铁路），到郑州东站下车，换乘地铁1号线（河南工业大学方向），紫荆山站下车，F口出地铁站，步行800米到达紫荆山宾馆。
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附件3：海报模板（PPT格式，1张）
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Advances in identification of molecular markers
of several biological characteristics in peach at
Zhengzhou in China

XXX, XXX, XXX, XXX and XXX
Zhengzhou Fruit Research Institute, Chinese Academy of Agriculture Sciences,
Zhengzhou, Henan 450009 China

Abstract: Breeding for disease resistance is one of the most important
objectives in breeding program at zhengzhou in China. In the subgenus
Amygdalus, the peach shalil, nemaguard and juseitou are resistance to
root-knot nematodes (RKN) Meloidogyne spp.incognita, the resistance
gene of these varieties have been located in genetic map of peach.
Honggengansutao, a peach germplasm resource belong to P. kansuensis
Rehd., which immune to RKN was studied. A genetic linkage map has
been constructed using Simple sequence repeat (SSR) and sequence-
related amplified polymorphism (SRAP) markers in 190 BC, individuals
derived from the cross of P. persica (L.) Batsch.beilei and P. kansuensis
Rehd. honggengansutao. A total of 113 (30 SSR.82 SRAP and a
resistance trait) markers were scored and assigned to 8 linkage groups
corresponding to 8 chromosome of peach. The map covers 960
centimorgans (cM) of genome, average interval between these markers
was 9.1 cM. Thirty SSR loci in common with a saturated reference
linkage map (T X E) of Prunus. A genes (Mi-kansu) involved in
resistance to RKN (Meloidogyne incognita) was mapped in a
subtelomeric position on chromosome 2, same as the location of
resistance gene in shalil, nemaguard and juseitou. A dominant SRAP
marker (M8E1-95) was found to be closely associated with the M-kansu
locus (5.2 cM).





